Expression of a novel form of Gab1. (A) Western blot showing Gab1 protein expression in whole cell lysates prepared from undifferentiated ESCs, ESCs at 2, 4, 6 and 8 days during embryoid body differentiation in suspension culture. (B) Northern blot of total RNA prepared from ESC and day 8 embryoid body hybridised with Gab1 cDNA probe. The position of the 28S ribosomal RNA (approx. 5 kb) identified by ethidium bromide staining of the filter prior to hybridisation is indicated (C) Alignment of Gab1 ESTs which have a non-coding 5' exon analogous to Gab1β that have been identified in different species. (D) Gab1 proteins produced by COS7 cells transfected with Gab1α and β cDNAs where translation initiates at methionines 104, 151, 232 or 240. (E) H3K4me3 and H3K27me3 histone modifications at the mouse Gab1 locus in ESC and EpiSCs visualised in the UCSC genome browser. Whereas a region adjacent to the Gab1β exon is enriched for the H3K4me3 mark indicative of active transcription, the corresponding region at the Gab1α exon is enriched for both active and repressed (H3K27me3) modifications (bivalent). The RNA-seq track in ESC demonstrates that the Gab1 locus is transcriptionally active (from right to left).

